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Distribution of Arabis species

A. hirsuta: Europe, Asia, North America (A)
A. serrata: Japan, Korea (G)

A. stelleri: Japan, Korea (G)

Koch M & Grosser J, 2017
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Arabis serrata  alpine species:
A INEYHF Cold/HL/UV stress resistant
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HiFi reads (Revio, PacBio):
8.3 kb x 6.4 M reads = 54 Gb
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CBF Family

AWDDF1: salt & drought
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