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5 GAT No. I AR R EL

1991~2008 (# 91000~08503) 7119
2009 (# 09001~09209) 209
2010 (# 10001~10202) 202
2011 (# 11001~11207) 207
2012 (# 12001~12149) 149
2013 (# 13001~13107) 107
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2014 (# 14001~14227) 227
2015 (# 15001~15240) 240
2016 (# 16001~16135) 135
2017 (# 17001~17313) 313
2018 (# 18001~18160) 160
2019 (# 19001~19029) 29
2020 (# 20001~20216) 216
2021 (# 21001~21144) 144
2022 (# 22001~22165) 165
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