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Phylum BXIII Firmicutes
Class (fid) I Clostridia
Order (H) 1 Clostridiales
Family(B) I. Clostridiaceae



Genus Clostridium
C. perfringens
C. bifermentans
C. novyi
C. sordellii
C. butyricum
C. coccoides
C. sphenoides
C. oroticum
C. innocuum
C. ramosum
C. scindens
C. hylemonae
C. hiranonis
C. sporogenes
C. clostridiiforme
C. paraputrificum
C. putrificum
C. septicum
C. difficile

Family III. Peptostreptococaceae

Genus Peptostreptococcus

P. anaerobius

P. stomatis
Genus Finegoldia

F. magna
Genus Parvimonas

P. micra
Genus Peptoniphilus

P. asaccharolyticus

P. harei

P. lacrimalis

P. ivorii

P. indolicus
Genus Anaercoccus

A. prevotii

A. hydrogenalis

A. tetradius

A. vaginalis

A. lactolyticus
Genus Filifactor

F. alocis («— Fusobacterium alocis)

Family IV. FEubacteriaceae
Genus FEubacterium
E. saphenum
E. nodatum
E. saburreum
E. sulci («—Fusobacterium sulci)



FE. brachy
Genus Mogibacterium

M. timidum
Genus Pseudoramibacter

P. alactolyticus

Family V. Peptococcaceae

Genus Peptococcus

P. niger

FamilyVII. Acidaminococcaceae

Genus Dialister

D. pneumosintes

D.invisus

D.microaerophilus

D.propionifaciens
Genus Selenomonas

S. sputigena

S. fluggei

S. infelix

S. noxia

S. dianae

S. artemidis
Genus Veillonella

V. parvula

V. atypica

Class I1 Mollicutes
Order V. Incerta sedis
Family Erysiperotrichaceae
Genus Bulleidia
B. extructa
Genus Solobacterium
S. moorei
Class III  “Bacilli”
Order 1. Bacillales
Family VII. Staphylococcaceae
Genus Staphylococcus
S. saccharolyticus
Genus Gemella
G. haemolysans
G. morbillorum
Order II. Lactobacillales
Family I.  Lactobacillaceae
Genus Lactobacillus
L. salivarius
L. acidophilus
L. brevis
L. casei
L. fermentum
L. plantarum
L. reuterr



Phylum BXII Proteobacteria
Classll. Betaproteobacteria
Order 1. Burkholderiales
Family II1. Alcaligenaceae
Genus Sutterella
S. wadsworthensis
Order IV. Neisseriales
Family I. Neisseriaceae
Genus FEikenella
E. corrodens

Class IV. Deltaproteobacteria
Order II. Desulfovibrionales
Family I. Desulfovibrionaceae
Genus Desulfovibrio
D. piger
D. desulfuricans
Genus Bilophila
B. wadsworthia

ClassV. Epsilonproteobacteria
Order I. Campylobacterales
Family I. Campylobacteriaceae
Genus Campylobacter
C. gracilis
C. concisus
C. rectus
C. showae

Phylum BXX. Bacteroidetes

Class 1. Bacteroidetes

Order 1. Bacteroidales

Family 1. Bacteroidaceae
Genus Bacteroides

B. fragilis
B. thetaiotaomicron
B. vulgatus
B. uniformis
B. ovatus
B. caccae
B. stercoris
B. nordii
B. salyersiae
B. finegoldii
B. nordii
B. eggerthii
“B. ureolyticus”



Genus Parabacteroides
P. distasonis
P. goldsteinii
P. johnsonii
P. merdae
Genus Megamonas
M. hypermegas

Family III. Porphyromonadaceae
Genus Porphyromonas

P. gingivalis
P. endodontalis
P.bennonis
P. cangingivalis
P. salivosa
P. gulae
P. gingivicanis

Family IV. Prevotella

Genus Prevotella
P. intermedia
P. nigrescens
P. denticola
P. loescheir
P. melannogenica
P. pallens
P. corporis
P. tannerae
P. buccae
P. oris
P. oralis
P. veroralis
P. heparinolytica

Class II1. Flavobacteria
Family 1. Flavobacteriaceae
Genus Capnocytophaga
C. ochracea

Phylum BXXI. Fusobacteria
Class 1. Fusobacteria
Order 1. Fusobacteriales
Family Fusobacteriaceae
Genus Fusobacterium
F. nucleatum
F. necrophorum
F. varium
F. mortiferum
Genus Leptotrichia
L. buccalis



Class I. Actinobacteria
Subclass III. Coriobacteridae
Order 1. Coriobacteriales
Suborder 1. Coriobacterinae
Family I. Coriobacteriaceae
Genus Atopobium
A. parvulum(<Streptococcus)
A. minutum(—Lactobacillus)
A. vaginae
Genus Collinsella
C. aerofaciens
C. stercoris
C. intestinalis
Genus Cryptobacterium
C. curtum
Genus Eggerthella
E. lenta(—FEubacterium)
Genus Slackia
S. exigua(—Kubacterium )

Subclass V. Actinobacteridae
Order 1. Actinomycetales
Suborder 1. Actinomycineae
Family 1. Actinomycetaceae
Genus Actinomyces
A. naeslundii
A. turicensis
A. israelil
A. odontolyticus
A. radingae
Genus Mobiluncus
M. mullieris
M. curtis

Suborder IV. Propionibacterianeae
Family 1. Propionibacteriaceae
Genus Propionibacterium
P. acnes
P. avidum
P. granulosum
Order I1. Bifidobacteriales
Family 1. Bifidobacteriaceae
Genus Bifidobacterium
B. breve
B. longum
B. adolescentis
B. bifidum
B. pseudolongum



Genus Falcivibrio

Genus Gardnerella
G. vaginalis

Genus Parascardovia (<—Bifidobacterium)
P. denticolens

Genus Scardovia (—Bifidobacterium)
S. Inopinata








